In the crystal structure of the title compound, C 5 H 8 N 2 O, molecules are linked via pairs of N-HÁ Á ÁO hydrogen bonds, forming inversion dimers. These dimers are linked via pairs of N-HÁ Á ÁH hydrogen bonds into zigzag chains propagating along [101] .
Related literature
For the synthesis of the title compound, see: Zhang et al. (2011) . For standard bond-length data, see: Allen et al. (1987) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx; Ày þ 1; Àz; (ii) Àx þ 1; Ày þ 1; Àz þ 1.
Data collection: CAD-4 Software (Enraf-Nonius, 1985) ; cell refinement: CAD-4 Software; data reduction: XCAD4 (Harms & Wocadlo, 1995) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL. supplementary materials Acta Cryst. (2012) . E68, o1250 [doi:10.1107/S1600536812013360]
2-Cyano-2-methylpropanamide

Jia-Ying Xu and Wei-Hua Cheng Comment
The title compound has attracted considerable attention in drug research because of its outstanding biological activity. In recent years it has been used as an imtermediate in the synthesis of the high blood pressure rennin inhibitor, Aliskiren (Zhang et al., 2011) .
The molecular structure of the title compound is shown in Fig. 1 . The bond lengths (Allen et al., 1987) and angles are within normal ranges.
In the crystal, molecules are connected via pairs of N-H···O hydrogen bonds to form inversion dimers (Table 1 and 
Experimental
The title compound was prepared by the literature procedure (Zhang et al., 2011) . To a solution of methyl 2-cyano-2methylpropanoate (5 g, 39.3 mmol) in methanol (20 ml), ammonia was added slowly at room temperature. After being stirred for 18 h at the room tempreature, a yellow solid was obtained. It was dissolved in ethanol and colourless blocklike crystals of the title compound, suitable for X-ray diffraction analysis, were obtained by slow evaporation of the solvent over 7 days.
Refinement
The NH 2 H atoms were located in a difference electron density map and refined freely. The methyl H atoms were positioned geometrically and constrained to ride on their parent atoms: C-H = 0.96 Å with U iso (H) = 1.5U eq (C).
Computing details
Data collection: CAD-4 Software (Enraf-Nonius, 1985) ; cell refinement: CAD-4 Software (Enraf-Nonius, 1985) ; data reduction: XCAD4 (Harms & Wocadlo, 1995) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008 Table 1 for details). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
2-Cyano-2-methylpropanamide
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) 0.0567 (7) 0.0374 (6) −0.0025 (5) −0.0094 (4) 0.0185 (5) N1 0.0391 (7) 0.0511 (8) 0.0394 (7) 0.0004 (5) −0.0051 (5) 0.0174 (5) N2 0.0506 (8) 0.0740 (9) 0.0501 (8) 0.0094 (6) −0.0086 (6) 0.0274 (7) C1 0.0344 (7) 0.0472 (7) 0.0392 (8) 0.0058 (5) −0.0033 (5) 0.0101 (6) C2 0.0332 (7) 0.0376 (7) 0.0308 (7) 0.0087 (5) −0.0002 (5) 0.0073 (5) C3 0.0390 (7) 0.0570 (8) (6) C5 0.0360 (7) 0.0366 (7) 0.0328 (7) 0.0086 (5) −0.0018 (5) 0.0087 (5) Geometric parameters (Å, º) 
